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allow gaps of up to 5% of the total number of residues in amino acids 2 to 242 of SEQ ID NO:2. 

28. The isolated polynucleotide of claim 27, comprising a nucleotide sequence 
encoding amino acids 2 to 242 of SEQ ID NO:2. 

29. The isolated polynucleotide of claim 28, comprising nucleotides 3875 to 4597 
of SEQ ID NO:l. 

30. The isolated polynucleotide of claim 27, wherein said amino acid sequence is 
at least 95% identical to amino acids 1 to 242 of SEQ ID NO:2; 

wherein % identity is determined using the Bestfit program with parameters that 
calculate % identity over the full length of amino acids 1 to 242 of SEQ ID NO:2 and that 
allow gaps of up to 5% of the tojm number of residues in amino acids 1 to 242 of SEQ ID 
NO:2. 

31. The isolated polynucleotide^ of claipa^U, comprising a nucleotide sequence 
encoding amino acids 1 to i42 of SEO^EH^O:2. 

32. The isolated polynH deoti de^ofylaim 3 1 , comprising nucleotides 3872 to 4597 
of SEQ ID NO:L 



33. The isolated polynucleotide of claim 27, further comprising a heterologous 
polynucleotide. 
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34. The isolated polynucleotide of claim 33, wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 

35. A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim 27 into a vector. 

36. A vector comprising tne isolated polynucleotide of claim 27. 

37. The vector of claim 36, \^|ierein said polynucleotide is operably associated with 
a heterologous regulatory sequence. 

38. A host cell comprising the |soJ#ted-pelynucleotide of claim 27. 

39. The host cell ofyclaim 38, wherein said isolated polynucleotide is operably 
associated with a heterologousfregulatory sequence. 



40. A method of p^oducing^a-potypeptide th^comprises culturing the host cell of 
claim 39 under conditions suHji that said ppl^p^ptide is expressed, and recovering said 
polypeptide. 



41. An isolated polynucleotide comprising a nucleotide sequence encoding a 
polypeptide, the sequence of which is at least 95^o identical to a reference amino acid sequence 
selected from the group consisting of: 

(a) amino acids 1 5 to 36 of SfiQ ID NO:2; 
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(b) amino ac\ds 42 to 62 of SEQ ID NO:2; 

(c) amino acids 35 to 95 of SEQ ID NO:2; 

(d) amino acidk 219 to 240 of SEQ ID NO:2; and 

(e) amino acids V6 to 2 1 8 of SEQ ID NO:2; 

wherein % identity is determined using the Bestfit program with parameters that 
calculate % identity over the full length of the reference amino acid sequence and that allow 
gaps in homology of up to 5% of tqe total number of residues in the reference amino acid 
sequence. 

42. The isolated polynucleotide of claim 41, which comprises a polynucleotide 
encoding an amino acid sequence at le^st 95% identical to the amino acid sequence of (a). 

43 . The isolated polynucleotid|e^claHH-43 r ^iich comprises a nucleotide sequence 
encoding the amino acid sequence/n (a).| 

44. The isolated pqflynucleotidp of claim 43, which comprises nucleotides 3914 to 
3979 of SEQ ID NO:l. 

45 . The isolated polynucleotide pf claim^H^which comprises a nucleotide sequence 
encoding an amino acid sequence atleast 95% identical to the amino acid sequence of (b). 



46. The isolated polynucleotide of claim 45, which comprises a nucleotide sequence 
encoding the amino acid sequence of (b). 
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47. The isolated polynucleotide of claim 46, which comprises nucleotides 3995 to 
4057ofSEQ ID NO:l. 

48 . The isolated polynucleotide of claim 4 1 5 which comprises a nucleotide sequence 
encoding g an amino acid sequence at least 95% identical to the amino acid sequence of (c). 

49. The isolated polynucleotide of claim 48, which comprises a nucleotide sequence 
encoding the amino acid sequence pf (c). 

50. The isolated polynucleotide of claim 49, which comprises nucleotides 3974 to 
4156ofSEQ ID NO:l. 

5 1 . The isolated polynucleotiffl^j&f^Iaim^MN. which comprises a nucleotide sequence 
encoding an amino acid sequence aJ/feastV)5% identical to the amino acid sequence of (d). 

52. The isolated po/lynucleotide c^" claim^L^hich comprises a nucleotide sequence 
encoding the amino acid sequence of (d). 



53 . The isolated polyhu^leotide of 52, which comprises nucleotides 4526 to 
4591 of SEQ IDNO:l. 



54. The isolated polynucleotide of claim 
encoding g an amino acid sequence at least 95% i< 



4 1 , which comprises a nucleotide sequence 
tentical to the amino acid sequence of (e). 
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5 5 . The isolated polynucleotide of claim 54, which comprises a nucleotide sequence 
encoding the amino acid sequence of (e). 

56. The isolated polynucleotide of claim 55, which comprises nucleotides 4 1 57 to 
4526 of SEQ ID NO:l. 

57. The isolated polynucleotide of claim 41, further comprising a heterologous 
polynucleotide. 

58. The isolated polynucleotide of claim 57, wherein said heterologous 
polynucleotide encodes a heterpkfgmis polypeptide. 



59. A methq 



polynucleotide of claim 



60. A vector 



of producing a vector that comprises inserting the isolated 



41 into a vector. 



comprising the isolated polynucleotide of claim 41. 



6 1 . The vector o^clmrn60, wherein sjjkfpolynucleotide is operably associated with 
a heterologous regulatory sequence. 



62. A host cell comprising the isolated polynucleotide of claim 41 . 
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63. The host cell oflclaim 62, wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 

64. A method of producing a polypeptide that comprises culturing the host cell of 
claim 63 under conditions such tpat said polypeptide is expressed, and recovering said 
polypeptide. 



65 . An isolated polynucleotide comprising a first polynucleotide which hybridizes 
to a second polynucleotide consisting of the nucleotide sequence of the coding region of SEQ 
ID NO:l 5 or the full-length complemerffl thereof, under conditions comprising: 

(a) incubating overnight at 42 ° C in a solution consisting of 5 0% formamide, 
5x SSC, 50 mM sodium phosphate (pH^PhSx Denhar^'s solution, 10% dextran sulfate, and 
20 jag/ml denatured, sheared salmon sperm DNA; and 

(b) washing ft 65 °C in 4 solution consisting of 0. lx SSC; 



wherein said first polyr 



ucleotide is it least 70 nucleotides in length. 



66. The isolated polynucleotide qf claim 65, fij/ther comprising a heterologous 
polynucleotide. 



67. The isolated polynucleotide lof claim 66, wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 
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73. A method of 
claim 72 under conditions kuch that sai 
polypeptide. 



74. An isolated polynuclec? 
region of SEQ ID NO:l. 




68. A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim 65 into \ vector. 

69. A vector comprising the isolated polynucleotide of claim 65. 

70. The vector of claim 69, wherein said polynucleotide is operably associated with 
a heterologous regulatory sequence 1 

71 . A host cell comprising the isolated polynucleotide of claim 65 

72. The host cell of claim vl, ^yhefeirTsaiaysolated polynucleotide is operably 
associated with a heterologous regu&toiw sequence. 



oducing a polypeptide that^omprises culturing the host cell of 

expressed, and recovering said 



rising 60 contiguous nucleotides of the coding 



75. The isolated polynucleotide of ^laim 74, wherein said sequence comprises 70 
contiguous nucleotides of SEQ ID NO: 1 . 
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76. The isolated polynucleotide of claim 75, wherein said sequence comprises 1 50 
contiguous nucleotides of SBQ ID NO: 1 . 

77. The isolated polynucleotide of claim 74, further comprising a heterologous 
polynucleotide. 

78. The isolated polynucleotide of claim 77, wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 

79. A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim 74 into a vector^ 



8 1 . The vector 
a heterologous regulato: 




80. A vector comprising tfte isolated polynucleotide of claim 74. 



ynucleotide is operably associated with 



82. A host cell cohmrising the ispiated polynucleotide of claim 74. 



83. The host cell of claim 821 wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 
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84. A method of producing a polypeptide that comprises culturing the host cell of 
claim 83 under conditions such that said polypeptide is expressed, and recovering said 
polypeptide. \ 

85. An isolated polynucleotide encoding a polypeptide comprising at least 30 
contiguous amino acids of SEQ ID NO:2, or an isolated polynucleotide having a nucleotide 
sequence complementary thereto. 

86. The isolated polynucleotide of claim 85 wherein said polypeptide comprises at 
least 50 contiguous amino acidslof SEQ ID NO:2, or an isolated polynucleotide having a 
nucleotide sequence complementajry thereto. 



87. The isolatedypolynuileotide of claim 85, further comprising a heterologous 
polynucleotide. / t 

88. The isolated polynucleotide of/ claim 87, wherein said heterologous 
polynucleotide encodes a heterologousVpolyn^ptide. 

89. A method of producing* a vector that comprises inserting the isolated 
polynucleotide of claim 85 into a vector. \ 

90. A vector comprising the isolated polynucleotide of claim 85. 
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9 1 . The vector of claim 90, wherein said polynucleotide is operably associated with 
a heterologous regulatory sequence. 

92. A host cell comprising the isolated polynucleotide of claim 85. 

93. The host cell of clahla 92, wherein said isolated polynucleotide is operably 
associated with a heterologous regularory sequence. 



94. A method of produclng^bolyp^tide that comprises culturing the host cell of 
claim 93 under conditions such that SE^d polypeptide is expressed, and recovering said 
polypeptide. 



95. An isolated polynucleotide comprising a nucleotide sequence encoding an 
amino acid sequence at least 95% identic il to amino acids 1 to 260 of SEQ ID NO:42; 

wherein % identity is determined using the Bestfit program with parameters that 
calculate % identity over the fiill length of amino acids 1 to 260 of SEQ ID NO:42 and that 
allow gaps of up to 5% of the total number of residues in amino acids 1 to 260 of SEQ ID 
NO:42. 




\ 

The isolated polynucleotide of claim^P^f comprising a nucleotide sequence 
encoding amino acids 1 to 260 of SEQ ID NO:42. 



3 




The isolated polynucleotide of claim,^ comprising nucleotides 95 to 874 of 



SEQ ID NO:41. 
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\ 



98. The isolated polynucleotide of claim 95, wherein said amino acid sequence is 
at least 95% identical to amino acifol to 488 of SEQ ID NO:42; 

wherein % identity is determined N u§ing the Bestfit program with parameters that 
calculate % identity over the full length of aminoabi^s 1 to 488 of SEQ ID NO:42 and that 
^3 sx/J* o allow gaps of up to 5% of the total number of residues in^amino acids 1 to 488 of SEQ ID 

f\ 

!/ NO:42. 



J^T The isolated polynucleotide of claim£87 :omprising a nucleotide sequence 
encoding amino acids 1 to 488 of SEQ ID NO:42. 




The isolated polynucleotide of clain^^f comprising nucleotides 95 to 1558 of 



SEQ ID NO:41. 




101 . The isolated polynucleotide of claim 98, wherein said amino acid sequence is 
at least 95% identical to amino a^ids -17 to 488 of SEQ ID NO:42; 

wherein % identity is deterrmh^d using the Bestfit program with parameters that 
calculate % identity over the full length of amk^o acids -17 to 488 of SEQ ID NO:42 and that 
allow gaps of up to 5% of the total number of residues in amino acids -17 to 488 of SEQ ID 
NO:42. 




The isolated polynucleotide of claii 



encoding amino acids -17 to 488 of SEQ ID NO:42. 



comprising a nucleotide sequence 
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1037 The isolated polynucleotide of claim 102, comprising nucleotides 44 to 1558 



of SEQ ID NO:41. 



1 04. The isolated polynucleotide of claim 101, wherein said amino acid sequence is 
at least 95% identical to amino ach^s -18 to 488 of SEQ ID NO:42; 

wherein % identity is determinfe4 s using the Bestfit program with parameters that 
calculate % identity over the full length of amuit^acids -18 to 488 of SEQ ID NO:42 and that 
allow gaps of up to 5% of the total number of residue^ in amino acids -18 to 488 of SEQ ID 
NO:42. 



to 



^jfr*^ The. isolated polynucleotide of claim ^Hfcomprising a nucleotide sequence 
encoding amino acids -18 to 488 of SEQ ID NO:42. 

^Mlb^ The isolated polynucleotide of claim J#5*, comprising nucleotides 41 to 1558 
of SEQ ID NO:41. 

The isolated polynucleotide of claim ^ffurther comprising a heterologous 
polynucleotide. 

rt is 

The isolated polynucleotide of claim Jftf\ wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 



A method of producing a vector that comprises inserting the isolated 
polynucleotide of clain^^ into a vector. 
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/6 / 
^Kf^A vector comprising the isolated polynucleotide of clairn^^ 



11 



LMT The vector of claim wherein said polynucleotide is operably associated 
with a heterologous regulatory sequence. 



it 



A host cell comprising the isolated polynucleotide of clainy?^ 

'L 

€ *W5. The host cell of claim >K, wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 

A method of producing a polypeptide that comprises culturing the host cell of 
claim 1>5 under conditions such that said polypeptide is expressed, and recovering said 
polypeptide. 




wherein % identity is determim 



115. An isolated polynucleotide comprising a nucleotide sequence encoding an 
amino acid sequence at least 95% identical to the mature amino acid sequence encoded by the 
cDNA clone in ATCC Deposit No. 209$ 42 5 

d using the Bestfit program with parameters that 
calculate % identity over the full length bf the mature amino acid sequence encoded by the 
cDNA clone in ATCC Deposit No. 209642 and that allow gaps of up to 5% of the total number 

of residues of the mature amino acid sequence encoded by the cDNA clone in ATCC Deposit 
No. 209642. 
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2V 



isolated polynucleotide of claim l>5fcomprising a nucleotide sequence 
encoding the mature amino acid sequence encoded by the cDNA clone in ATCC Deposit No. 
209642. 



1 1 7. The isolated polynucleotide of claim 115, wherein said amino acid sequence is 
at least 95% identical to the complete an ino acid sequence encoded by the cDNA clone in 



ATCC Deposit No. 209642; 

wherein % identity is determine 
calculate % identity over the full length of 
cDNA clone in ATCC Deposit No. 20964}2 
of residues of the complete amino acid se 
No. 209642. 



using the Bestfit program with parameters that 
the complete amino acid sequence encoded by the 
and that allow gaps of up to 5% of the total number 
uence encoded by the cDNA clone in ATCC Deposit 




LHT The isolated polynucleotide of claim l^T further comprising a heterologous 



polynucleotide. 



^iQ J2ff^ The isolated polynucleotide of claim \y£ wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 
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Pi . 

A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim 1UT into a vector. 

j&fl. A vector comprising the isolated polynucleotide of claim 1 ^o. 

The vector of claim 12*2?, wherein said polynucleotide is operably associated 
with a heterologous regulatory sequence. 

^ A host cell comprising the isolated polynucleotide of claim 

»• - 3 S 

J£5. The host cell of claim 124; wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 

J A method of producing a polypeptide that comprises culturing the host cell of 

31 

claim ^2#"under conditions such that said polypeptide is expressed, and recovering said 
polypeptide. 



127. An isolated polynucleotide comprising a first polynucleotide which hybridizes 
to a second polynucleotide consisting of the nucleotide sequence of the coding region of SEQ 
ID NO:41, or the full-length complement thereof, under conditions comprising: 

(a) incubating overnight at 42vC in a solution consisting of 50% formamide, 
5x SSC, 50 mM sodium phosphate (pH 7.6), 5x Denhardt's solution, 10% dextran sulfate, and 
20 jag/ml denatured, sheared salmon sperm DNA; and 
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(b) washing at 65 °C\m a solution consisting of 0. lx SSC; 
is wherein said first polynucleotide is aTteast 70 nucleotides in length. 



0' 



r The isolated polynucleotide of clain^27f further comprising a heterologous 



The isolated polynucleotide of claim Aa-Sf wherein said heterologous 



polynucleotide 

polynucleotide encodes a heterologous polypeptide. 

A method of producing a vector that comprises inserting the isolated 

33, 

polynucleotide of claim J«2T into a vector. 

37 33 

A vector comprising the isolated polynucleotide of claimja^ 

^t&2. The vector of claim J^ifwherein said polynucleotide is operably associated 
with a heterologous regulatory sequence. 

453. A host cell comprising the isolated polynucleotide of claim.^27. 

4. The host cell of claim >53, wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 
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A method of producing a polypeptide that comprises cultunng the host cell of 

HQ* 

claim ^34under conditions such that said polypeptide is expressed, and recovering said 
polypeptide. 

-i"?o. An isolated polynucleotide comprising 60 contiguous nucleotides of the coding 
region of SEQ ID NO:41. 

^91. The isolated polynucleotide of claim 126, wherein said sequence comprises 70 
contiguous nucleotides of SEQ ID NO:41 . 

8 . The isolated polynucleotide of claim wherein said sequence comprises 1 00 
contiguous nucleotides of SEQ ID NO:41 . 

<*f39. The isolated polynucleotide of claim J-*87wherein said sequence comprises 200 
contiguous nucleotides of SEQ ID NO:41. 



The isolated polynucleotide of claim J^Sf further comprising a heterologous 
polynucleotide. 

^W-frr^The isolated polynucleotide of claim yft), wherein said heterologous 
polynucleotide encodes a heterologous polypeptide. 



A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim into a vector. 
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A vector comprising the isolated polynucleotide of claiinJ-^tfT' 

JttfC. The vector of claim > J##Cwherein said polynucleotide is operably associated 
with a heterologous regulatory sequence. 

*fT \ A host cell comprising the isolated polynucleotide of claim^J*S6^ 

<$1*~^s&€^ The host cell of claim^J>§f wherein said isolated polynucleotide is operably 
associated with a heterologous regulatory sequence. 



^/ 14^7 A method of producing a polypeptide that comprises culturing the host cell of 
STL 

claim yfo under conditions such that said polypeptide is expressed, and recovering said 
polypeptide. 



148. An isolated polynucleotide encoding a polypeptide comprising at least 30 
contiguous amino acids of ^SEQ ID NO:2, of an isolated polynucleotide having a nucleotide 
sequence complementary thereto. 

149. Thef isolated polyraK^eotide off claim 148 wherein said polypeptide comprises 
at least 50 contiguous amino^a€ids\of SE0 ID NO:2, or an isolated polynucleotide having a 
nucleotide sequenc^ complementary Vj?ereto. 

150. The isolated polynucleor^de of claim 148, further comprising a heterologous 
polynucleotide. 
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151. The isolated polynucleotide of claim 150, wherein said heterologous 
polynucleotide encodes a ^heterologous polypeptide. 

152. A method of producing a vector that comprises inserting the isolated 
polynucleotide of claim 148 linto a vector. 

153. A vector comprising the isolated polynucleotide of claim 148. 

154. The vector of clami 153, wherein said polynucleotide is operably associated 
with a heterologous regulatory sequence. 

155. A host cell comprising the>s(5Iated polynucleotide of claim 148. 

156. The host dell di :laim\155, wherein said isolated polynucleotide is operably 
associated with a heterologous regulat&iVsequence. 

157. A method of producing abolypeptide that comprises culturing the host cell of 
claim 156 under conditions such that sajd polypeptide is expressed, and recovering said 
polypeptide^ 



Remarks 



After cancellation of claims 1-9 and 1 1-26 and entry of the foregoing amendments, 
claims 10 and 27-157 will be pending in the application, with claims 10, 27,41, 65, 74, 85, 95, 
115, 127, 136 and 148 being the independent claims. 



